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“To enhance detection capacity to respond to SARS-CoV-2 and other emerging infections in Sub-Saharan Africa by 
assessing and transferring cost-effective technology for rapid viral identification and surveillance”
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I. CAMEROON IN A NUTSHELL
Location: A country at the Centre of Africa

Capital cities : Yaoundé (political) & Douala (economical)

Overall surface : 466 050 km²

Population : 28.6 million in 2023 (2.63% annual increase)

Official languages : French and English

3Fig. 1: Cameroon landscape

CIRCB

Mount Cameroon
Wourri river (Douala sea port)

Yaounde (Capital) Douala (Economic cap)
Kribi (Beach) Limbe (Beach)



II. INFECTIOUS DISEASE BURDEN (1/4)

4

Disease surveillance week 48 New Cases New Deaths
Cumul

Cases 

Cumul

Deaths
Anthrax (“charbon” in french) 0 0 0 0

Chikungunya 0 0 0 0

Cholera 47 3 4238 153

Dengue 0 0 0 0

Dracunculiasis 0 0 0 0

Viral haemorrhagic fever (last was Lyell syndrome) 0 0 0 0

Yellow fever 35 00 1322 17

Typhoid fever (all 10 regions) 13376 20 609307 472

Meningitis 13 1 1057 46

Malaria (all 10 regions) 45 333 86 2099920 2673

Poliomyelitis 7 0 633 11



II. INFECTIOUS DISEASE BURDEN (2/4)

5

Disease surveillance week 48 New Cases 
New 

Deaths
Cumul 
Cases 

Cumul 
Deaths

Plague (“Peste” in french) 0 0 0 0

Dog bites 150 0 5994 19

Snake bites 160 15 8873 103

Rabies 0 0 6 2

Measles 16 0 9135 57

SRAS 3 0 590 22

Flu syndrome 4934 7 215951 102

Mpox 0 0 89 0

Smallpox 0 0 0 0

Diphtheria 2 1 2 1

COVID-19 1 0 808 11



II. INFECTIOUS DISEASE BURDEN (3/4)
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Dynamics of COVID-19 burden in Cameroon: 2020 – 2022 
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S: Epidemiological weeks
Cas Covid-19 + Décès Hospitalisations Cas sous O2

First wave  
16
W18-33, 2020
27/04/2020-16/08/2020
16,948 
1,847
386
2.3%
- Viruses of the lineage 
of origin (100%)

Second wave
21
W2-22, 2021
1/11/02-06/06/2021
52,271
4,675
835 
1.6%
- Non-variants of 
concern (70%)
- Alpha variant (20%)
- Beta variant (10%)

Third wave
11 
W36-W46, 2021
15/06/09-21/11/2021
21,753 
2,230
426 
2.0%
- Non-variants of 
concern (60%)
- Delta variant (40%)

Fourth wave  
8
W50, 2021 - W5, 2022
06/09/2022 to 06/02/2022
10,803
809
79
0.73
- Omicron variant (90%)
- Non-variants of 
concern (10%)

Legend:
Order of wave
Duration in weeks
Period (in weeks), Year
Date start – Date end
Nber confirmed cases
Nber hospitalised
Nber deaths
Case Fatality rate
- Viral strains 
isolated by 
sequencing (%)

Confirmed cases Deaths Hospitalised cases Cases on oxygen therapy
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II. INFECTIOUS DISEASE BURDEN (4/4)
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COVID-19 under control in Cameroon since mid-2023 (Jan-Dec) COURBE EPIDEMIOLOGIQUE AVEC LES VAGUES
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III. ICGEB CONTRIBIUTION IN DIAGNOSTICS (1/6)
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National Laboratory capacity in response to COVID-19

Cameroon report, CCOUSP 2022

N° Key indicators March 2020, (n) March 2022 (n) Specific comments
i. Number of frameworks for the

genomic surveillance platform
0 1 Strong governmental engagement 

(ministerial decision, April 12, 2021)

ii. Number of national strategies for 
SARS-CoV-2 genomic surveillance

0 2 The first plan has been revised as
per changes in the pandemic.

iii. Number of laboratories with the
capacity for COVID-19 molecular
testing

1 45 24 public laboratories and 21
private laboratories

iv. Number of laboratories with the
capacity for variant screening by PCR
point mutation assay

0 16 These are laboratories with open 
real-time PCR systems for SARS-
CoV-2

v. Number of laboratories with the 
capacity/network for SARS-CoV-2 
sequencing

0 6 5 public labs and 1 private lab 
(performing targeted and/or whole-
genome sequencing)

vi. PCR-positive samples successfully 
processed for SARS-CoV-2 genomic 
surveillance 

0 3,881 1,509 PCR-mutation assays, 
1,612 targeted sequencing,
760 whole-genome sequencing 



III. ICGEB CONTRIBIUTION IN DIAGNOSTICS (2/6)
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First experience with the RT-LAMP technology for COVID-19

v Loop-mediated isothermal amplification
(LAMP) uses 4-6 primers recognizing 6-
8 distinct regions of target DNA for a
highly specific amplification reaction.

v A strand-displacing DNA
polymerase initiates synthesis and 2
specially designed primers form “loop”
structures to facilitate subsequent
rounds of amplification through
extension on the loops and additional
annealing of primers.

Loop-Mediated Isothermal Amplification:

https://www.neb.com/en/tools-and-resources/selection-charts/dna-polymerase-selection-chart


III. ICGEB CONTRIBIUTION IN DIAGNOSTICS (3/6)
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First experience with the RT-LAMP technology for COVID-19

First step: Viral RNA isolation using a standard commercial kit (QIAamp® Viral RNA Mini Kit, Qiagen). 

Lysis buffer + 
RNA carrier

Second step: Amplification using a thermocycler at a single temperature of 65�
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Results of COVID-19 RT-LAMP on nasopharyngeal swabs

TABLE 2 
 
TABLE 2A 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
 
 
TABLE 2B 
 
 
 

 
 
 
 
 
 

 

 ITALY ETHIOPIA KENYA NIGERIA ITA-ETH-KEN-NIG 
Stratification N Sensitivity % 

(CI 95%) 
N Sensitivity % 

(CI 95%) 
N Sensitivity % 

(CI 95%) 
N Sensitivity % 

(CI 95%) 
N Sensitivity % 

(CI 95%) 
CT<25 63 100 (94-100) 95 100 (96-100) 62 98 (91-100) 41 100 (91-100) 261 99 (98-100) 
CT<30 97 100 (96-100) 143 100 (97-100) 119 94 (88-98) 69 100 (95-100) 428 98 (97-99) 
CT≥30 181 76 (69-82) 90 88 (79-94) 83 80 (69-88) 189 72 (65-78) 543 77 (73-81) 
CT<35 167 98 (94-99) 195 99 (97-100) 175 95 (91-98) 159 95 (90-98) 696 97 (95-98) 
CT≥35 111 65 (55-74) 38 74 (57-87) 27 41 (22-61) 99 55 (44-65) 275 60 (54-66) 

25<CT<30 34 100 (90-100) 48 100 (93-100) 57 89 (78-96) 28 100 (88-100) 167 96 (92-99) 
30<CT<35 70 94 (86-98) 52 98 (90-100) 56 98 (90-100) 90 91 (83-96) 268 95 (91-97) 
35<CT<40 111 65 (55-74) 38 74 (57-87) 27 41 (22-61) 99 55 (44-65) 275 60 (54-66) 

 CAMEROON 
Stratification N Sensitivity % 

(CI 95%) 
CT<25 129 98 (93-100) 
CT≥25 93 63 (53-73) 

Research Paper

Diagnostic performance of a colorimetric RT -LAMP for the identification
of SARS-CoV-2: A multicenter prospective clinical evaluation in sub-
Saharan Africa
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Nadine Fainguemc, Galadima Gadzamaa, Paolo Maiurii, Janet Majanjae, Wadegu Meshacke,
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Gianluca Triolof, Keyru Tukib, Serena Zacchignaf, Alessandro Marcellof,*
aDepartment of Medical Laboratory Science, College of Medical Sciences, University of Maiduguri, Borno State P.M.B.1069, Nigeria
b Ethiopian Biotechnology Institute (EBTI), Addis Ababa, Ethiopia
c The Chantal Biya International Reference Center (CIRCB), Yaounde, Cameroon
d Department of Medical Laboratory Science, Faculty of Health Science, University of Buea, Buea, Cameroon
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Background:Management and control of the COVID-19 pandemic caused by the severe acute respiratory syn-
drome coronavirus SARS-CoV-2 is critically dependent on quick and reliable identification of the virus in clin-
ical specimens. Detection of viral RNA by a colorimetric reverse transcription loop-mediated isothermal
amplification (RT-LAMP) is a simple, reliable and cost-effective assay, deployable in resource-limited settings
(RLS). Our objective was to evaluate the intrinsic and extrinsic performances of RT-LAMP in RLS.
Methods: This is a multicenter prospective observational study of diagnostic accuracy, conducted from Octo-
ber 2020 to February 2021 in four African Countries: Cameroon, Ethiopia, Kenya and Nigeria; and in Italy. We
enroled 1657 individuals who were either COVID-19 suspect cases, or asymptomatic and presented for
screening. RNA extracted from pharyngeal swabs was tested in parallel by a colorimetric RT-LAMP and by a
standard real time polymerase chain reaction (RT-PCR).
Findings: The sensitivity and specificity of index RT LAMP compared to standard RT-PCR on 1657 prospective
specimens from infected individuals was determined. For a subset of 1292 specimens, which underwent
exactly the same procedures in different countries, we obtained very high specificity (98%) and positive pre-
dictive value (PPV = 99%), while the sensitivity was 87%, with a negative predictive value NPV = 70%, Stratifi-
cation of RT-PCR data showed superior sensitivity achieved with an RT-PCR cycle threshold (Ct) below 35
(97%), which decreased to 60% above 35.
Interpretation: In this field trial, RT-LAMP appears to be a reliable assay, comparable to RT-PCR, particularly
with medium-high viral loads (Ct < 35). Hence, RT-LAMP can be deployed in RLS for timely management
and prevention of COVID-19, without compromising the quality of output.

© 2021 The Authors. Published by Elsevier Ltd. This is an open access article under the CC BY license
(http://creativecommons.org/licenses/by/4.0/)

1. Introduction

The coronavirus disease 2019 (COVID-19) pandemic, caused by
the severe acute respiratory syndrome coronavirus-2 (SARS-CoV-2),
is a global threat that entails tremendous opportunities to accelerate

* Corresponding author:
E-mail addresses:marcello@icgeb.org (M.M. Baba), marcello@icgeb.org

(A. Marcello).
1 These authors contributed equally to this work.Abstract

https://doi.org/10.1016/j.eclinm.2021.101101
2589-5370/© 2021 The Authors. Published by Elsevier Ltd. This is an open access article under the CC BY license (http://creativecommons.org/licenses/by/4.0/)

EClinicalMedicine 40 (2021) 101101

Contents lists available at ScienceDirect

EClinicalMedicine

journal homepage: https://www.journals.elsevier.com/eclinicalmedicine

Acceptable performance of RT-LAMP on nasopharyngeal specimens 
(excellent outcome with high viral loads)
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Results of COVID-19 RT-LAMP on saliva without extraction
Overall acceptable performance of RT-LAMP on saliva (n= 970)

CT< 37 (National threshold) 
 

RT PCR (REFERENCE: Gold standard) 
 

RT-LAMP 
(Under 

evaluation) 

 + - TOTAL 
+ 44 33 77 
- 11 798 809 
TOTAL 55 831 886 

 
Statistic Value 95% CI 

Sensitivity 80.0% 68.4% to 88.6% 

Specificity 96.0% 95.3% to 96.6% 

Positive Predictive Value (*) 57.1% 48.8% to 63.3% 

Negative Predictive Value (*) 98.6% 97.9% to 99.2% 

 

Kappa= 0.64 CI : 0.54 to 0.74 
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Capacity-building on RT-LAMP for other laboratories

§ Successful implementation in all labs: thermocycler, heating block, or water bath
§ Result perforrmance: 100% concordance trained lab versus reference lab (CIRCB) 
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IV. ICGEB CONTRIBIUTION IN GENOMIC 
SURVEILLANCE IN CAMEROON (1/5)

Genomic surveillance of SARS-CoV-2 reveals highest severity and mortality of delta 
over other variants: evidence from Cameroon. Fokam et al., Nat Sc. Reports 2023

With contribution from ICGEB for whole genome sequencing (Bill & Melinda Gates sponsorship)
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Targeted sequencing of SARS-CoV-2 of positive samples
Sanger-sequencing and interpreted of variants using Stanford db.v9.5

IV. ICGEB CONTRIBIUTION IN GENOMIC 
SURVEILLANCE IN CAMEROON (2/5)

● Site: Virology Laboratory of the

“Chantal BIYA” International Reference

Centre (CIRCB), Yaoundé, Cameroon

● Laboratory technique: design of

Sanger sequencing of the spike region

of SARS-CoV-2 positive specimens.

● Training: Laboratory sequencing

testing with reference to ICGEB whole

genome sequences.

Figure : Sanger sequencing pipeline
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Real-time sequencing of sub-variants in 2023 

IV. ICGEB CONTRIBIUTION IN GENOMIC 
SURVEILLANCE IN CAMEROON (3/5)

Figure: Phylogenetic tree of SARS-CoV-2 sequences obtained

● Current trend of COVID-19: New 

Omicron sub-variants and 

recombinants with mild symptoms.

● Genomic surveillance: Atypical 

recombinants (BA.4.6/XBB.1), 

timely detect and track novel 

strains, related disease severity 

and risk of transmission for optimal 

pandemic control.
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WORKSHOP ONT SEQUENCING FOR SARS-CoV-2 in ITALY & CAMEROON

Procurement medical, logistics
Assistance in emergency for

Ngo’s and co-operation institutions,
UN agencies and local and

International relief organisations.

Timely   response    in   need

SITEM-PRO S.r.l.
Legal & Office: via san Giuliano, 43 a
33170 - Pordenone (PN) – Italy
office tel (+39) (0)434/ 456652
www.sitem-pro.com info@sitem-pro.com
cell phone: (+39) 335 5870478
(+39) 320 4642876.

technical data English
ID

Item

Fluorometer, benchtop

Qubit™ 4 Fluorometer, with WiFi

FLUOROMETER, BENCHTOP
CE MARKED: YES
General Description: benchtop fluorometer that can be used for the quantitation of DNA, RNA, microRNA, and
protein, as well as for the measurement of RNA integrity and quality using the highly sensitive and accurate
fluorescence-based assays
Instrument type: Benchtop fluorometer
Instrument dimensions:13.6 cm × 25 cm × 5.5 cm; rectangular shape
Weight:743 g
Electrical input:12 VDC, 2.5
Dynamic range: 5 orders of magnitude
Processing time: ≤5   seconds/sample
Light sources: Blue LED (max ~470 nm) Red LED (max ~635 nm)
Excitation filters: Blue 430–495 nm Red 600–645 nm
Emission filters: Green 510–580 nm Red 665–720 nm
Detectors: Photodiodes;
measurement capability from 300–1000 nm
Calibration type: 2- or 3-point standard
Tube type: 0.5-mL Real Time PCR (polypropylene) tubes
Warm-up time: <35 seconds
USB drive Capacity: 4Gigabyte

------------------------------------------------------------
The Qubit 4 Fluorometer with WiFi is the latest version of the popular Qubit fluorometer designed to accurately
measure DNA, RNA, and protein quantity, and now also RNA integrity and quality, using the highly sensitive Qubit
assays. The Qubit 4 Fluorometer was re-engineered to enable data transfer via WiFi as well as to run the Qubit
RNA IQ (integrity & quality) assay. The Qubit 4 Fluorometer and RNA IQ Assay Kit work together to accurately
distinguish intact from degraded RNA in just two easy steps.

For all Qubit assays, the concentration or quality of the target molecule in the sample is reported by a fluorescent
dye that emits a signal only when bound to the target, which minimizes the effects of contaminants on the result.
The easy-to-use touch-screen menus make it easy to select and run the assays you need, with results displayed in
just a few seconds.

Key features of the Qubit 4 Fluorometer include:
• Fast and highly accurate quantitation of DNA, RNA, and protein in less than three seconds per sample
• Measures intact RNA in less than 5 seconds per sample
• High levels of accuracy using only 1–20 μL of sample, even with very dilute samples
• On-board Reagent Calculator quickly generates Qubit working solution preparation instructions
• Stores results from up to 1000 samples
• Large 5.7-inch, state-of-the-art color touch screen for easy workflow navigation
• Graphical display indicates when samples are in the extended range or out of range
• Small footprint saves space on your bench
• Flexibility to export data to using the included WiFi dongle, a USB drive, or directly to your computer via a USB
cable
• Ability to personalize your Qubit fluorometer with the assays you run most, add new assays, or even create your
own assays with the MyQubit software and web tool
• Language of your choice including English, French, Spanish, Italian, German, simplified Chinese, and Japanese
• Pre-loaded program to test performance of fluorometer using the Qubit Fluorometer Verification Assay Kit

Specifications
Type    Fluorometer
Applications    DNA Quantification, RNA Quantification, Protein Quantification

Fluorometer, benchtop: Qubit™ 4 Fluorometer, with WiFi
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Fluorometer, benchtop

Qubit™ 4 Fluorometer, with WiFi

FLUOROMETER, BENCHTOP
CE MARKED: YES
General Description: benchtop fluorometer that can be used for the quantitation of DNA, RNA, microRNA, and
protein, as well as for the measurement of RNA integrity and quality using the highly sensitive and accurate
fluorescence-based assays
Instrument type: Benchtop fluorometer
Instrument dimensions:13.6 cm × 25 cm × 5.5 cm; rectangular shape
Weight:743 g
Electrical input:12 VDC, 2.5
Dynamic range: 5 orders of magnitude
Processing time: ≤5   seconds/sample
Light sources: Blue LED (max ~470 nm) Red LED (max ~635 nm)
Excitation filters: Blue 430–495 nm Red 600–645 nm
Emission filters: Green 510–580 nm Red 665–720 nm
Detectors: Photodiodes;
measurement capability from 300–1000 nm
Calibration type: 2- or 3-point standard
Tube type: 0.5-mL Real Time PCR (polypropylene) tubes
Warm-up time: <35 seconds
USB drive Capacity: 4Gigabyte

------------------------------------------------------------
The Qubit 4 Fluorometer with WiFi is the latest version of the popular Qubit fluorometer designed to accurately
measure DNA, RNA, and protein quantity, and now also RNA integrity and quality, using the highly sensitive Qubit
assays. The Qubit 4 Fluorometer was re-engineered to enable data transfer via WiFi as well as to run the Qubit
RNA IQ (integrity & quality) assay. The Qubit 4 Fluorometer and RNA IQ Assay Kit work together to accurately
distinguish intact from degraded RNA in just two easy steps.

For all Qubit assays, the concentration or quality of the target molecule in the sample is reported by a fluorescent
dye that emits a signal only when bound to the target, which minimizes the effects of contaminants on the result.
The easy-to-use touch-screen menus make it easy to select and run the assays you need, with results displayed in
just a few seconds.

Key features of the Qubit 4 Fluorometer include:
• Fast and highly accurate quantitation of DNA, RNA, and protein in less than three seconds per sample
• Measures intact RNA in less than 5 seconds per sample
• High levels of accuracy using only 1–20 μL of sample, even with very dilute samples
• On-board Reagent Calculator quickly generates Qubit working solution preparation instructions
• Stores results from up to 1000 samples
• Large 5.7-inch, state-of-the-art color touch screen for easy workflow navigation
• Graphical display indicates when samples are in the extended range or out of range
• Small footprint saves space on your bench
• Flexibility to export data to using the included WiFi dongle, a USB drive, or directly to your computer via a USB
cable
• Ability to personalize your Qubit fluorometer with the assays you run most, add new assays, or even create your
own assays with the MyQubit software and web tool
• Language of your choice including English, French, Spanish, Italian, German, simplified Chinese, and Japanese
• Pre-loaded program to test performance of fluorometer using the Qubit Fluorometer Verification Assay Kit

Specifications
Type    Fluorometer
Applications    DNA Quantification, RNA Quantification, Protein Quantification

Fluorometer, benchtop: Qubit™ 4 Fluorometer, with WiFi
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Portable sequencing device

PORTABLE SEQUENCING DEVICE
CE MARKED: YES
Dimensions Size: W 105 mm, H 23 mm, D 33 mm
Weight: 87 g
Applications:  Whole genomes/exomes, Metagenomics, Targeted sequencing,  Whole transcriptome (cDNA),
Smaller transcriptomes (direct RNA), Multiplexing for smaller samples
Yields: Up to 50 Gb
----------------------------------
MINION MK 1C BASIC STARTER PACK
OXNTM1CBASICSP
OXFORD NANOPORE

PORTABLE SEQUENCING DEVICE
CE MARKED: YES
Dimensions Size: W 105 mm, H 23 mm, D 33 mm
Weight: 87 g
Applications:  Whole genomes/exomes,
Metagenomics,
Targeted sequencing,
 Whole transcriptome (cDNA),
Smaller transcriptomes (direct RNA),
Multiplexing for smaller samples
Yields: Up to 50 Gb
-------------------------------------
The MinION Mk1C has been designed to continue to offer users the portability of a MinION, but now with all the
external accessories (laptops, screens) fully integrated.

The device contains a MinION flow cell position (also compatible with Flongle), a compute module including GPU
technology for accelerated data analysis, a screen enabling full device operation and Wi-Fi connectivity.

Preliminary Specifications:

One MinION / Flongle flow cell position
Active sequencing thermal control for wider operating conditions
Pre-installed software: Linux OS, MinKNOW, Guppy
fastq files are written to an onboard storage: 1 TB SSD
GPU accelerators (ARM processor 6 cores, 256 Core GPU), 8 GB RAM.
OLED touchscreen
USB and SD removable storage
WiFi
Availability:

Early Access shipments for the MinION Mk1C began in November 2019.

Early Access is expected to end, and commercial shipments to begin, in Q1 2020.

Availability expectations for products that are still in development are subject to change and Oxford Nanopore
strongly advise customers to utilise funding that provides a degree of flexability with regards to invoicing dates.

Oxford Nanopore will provide regualr status updates on the nanopore Community.

Software licence and warranty available
--------------------------------------------------------------------------

Portable sequencing device: MinION Mk1C basic starter pack
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technology for accelerated data analysis, a screen enabling full device operation and Wi-Fi connectivity.
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One MinION / Flongle flow cell position
Active sequencing thermal control for wider operating conditions
Pre-installed software: Linux OS, MinKNOW, Guppy
fastq files are written to an onboard storage: 1 TB SSD
GPU accelerators (ARM processor 6 cores, 256 Core GPU), 8 GB RAM.
OLED touchscreen
USB and SD removable storage
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Availability:

Early Access shipments for the MinION Mk1C began in November 2019.

Early Access is expected to end, and commercial shipments to begin, in Q1 2020.

Availability expectations for products that are still in development are subject to change and Oxford Nanopore
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Incubators, laboratory, thermocycler

qTOWER³ G touch

qTOWER³ G touch (230 V), incl. color module 1
Sample Block    Silver sample block with gold coating
Block capacity    96 well á 0.2 ml for 96 x 0.2 ml tubes, 96 well microplates or 12x 8 well strips 0.2 ml
Proposed sample volume 5 - 100 µL
Maximum Heating 8 °C/s
Average Heating 7 °C/s
Dimension (width x depth x height)      275 mm x 275 mm x 585 mm
code  844-00556-2
------------------------
qTOWER³ Series
Your Way of qPCR
Powerful – ideal real-time PCR signals
Comfortable – easier and universal operating concept
Unrivalled – fast and precise results
Ready for the future – maximum flexibility

The top performer among real-time PCR thermocyclers
The qTOWER3 product family sets new standards of flexibility and precision – for all real-time PCR applications.

The quantitative polymerase chain reaction (qPCR) is an established method for the highly sensitive detection and
quantification of DNA or RNA. The measuring principle is based on fluorescent signals, which, cycle by cycle,
capture the presence of the existing target sequence in real time. The key features of this detection method are
outstanding high-performance optics as well as excellent temperature uniformity over 96 or up to 384 samples.

The qTOWER3 product family guarantees well-founded real-time PCR results as it benefits from peerless
temperature control precision in the sample block
regardless of the number of samples used. The patented high-performance optics guarantee the outstanding
homogeneous excitation and illumination of all individual samples. The qTOWER3 product family achieves unique
flexibility with its proven filter module equipment, which can be freely configured and expanded at any time, and
enables up to six-fold multiplexing.

Outstanding performance – qTOWER³
Patented fiber optic system for ideal real-time polymerase chain reaction signals
Innovative sample block technology for the best thermal conductivity
Expandable filter module system for maximum flexibility
qPCRsoft package for easy control and operation
...
qTOWER³ Product Family
QTOWER3/QTOWER3 TOUCH QTOWER3 84
Thermoblock Silver sample block with gold coating Aluminum, special alloy
Block capacity 96 wells in 0.2 ml format 384 wells
Sample volume 5–80 μl 2–30 μl (5–20 μl recommended)
Heating 8 °C/s 4 °C/s
Cooling 6 °C/s 2 °C/s
Temperature setting range 4–99 °C
Temperature control precision ± 0.1 °C
Temperature uniformity 55 °C ± 0.15 °C after 15 sec
Max. / min. gradient qTOWER3 G and qTOWER3 G touch: 40 °C/0.1 °C qTOWER3 84 G: 24 °C/0.1 °C
Heated lid
Lid temperature 30 °C bis 110 °C
Contact pressure 30 kg, automated
qPCR Application

Incubators, laboratory, thermocycler
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Incubators, laboratory, thermocycler

qTOWER³ G touch
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homogeneous excitation and illumination of all individual samples. The qTOWER3 product family achieves unique
flexibility with its proven filter module equipment, which can be freely configured and expanded at any time, and
enables up to six-fold multiplexing.
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Patented fiber optic system for ideal real-time polymerase chain reaction signals
Innovative sample block technology for the best thermal conductivity
Expandable filter module system for maximum flexibility
qPCRsoft package for easy control and operation
...
qTOWER³ Product Family
QTOWER3/QTOWER3 TOUCH QTOWER3 84
Thermoblock Silver sample block with gold coating Aluminum, special alloy
Block capacity 96 wells in 0.2 ml format 384 wells
Sample volume 5–80 μl 2–30 μl (5–20 μl recommended)
Heating 8 °C/s 4 °C/s
Cooling 6 °C/s 2 °C/s
Temperature setting range 4–99 °C
Temperature control precision ± 0.1 °C
Temperature uniformity 55 °C ± 0.15 °C after 15 sec
Max. / min. gradient qTOWER3 G and qTOWER3 G touch: 40 °C/0.1 °C qTOWER3 84 G: 24 °C/0.1 °C
Heated lid
Lid temperature 30 °C bis 110 °C
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PC workstation
-----------------------------
ESPRIMO P5011
Personal computer with licensed operating system and last Updates with Arabic support.
2 OPERATING SYSTEM Windows 10 Pro 64
3 LICENCED PROGRAMS MS Office SUITE Home & Business Preinstalled
4 CPU PROCESSOR Intel® Core™ i7-10700
5 RAM 16 GB di SDRAM
6 MEMORY SSD 1 T
7 GRAPHIC CARD Graphic card with 128MB DDR-RAM, PCI-X.
8 CONNECTIVITY WiFi, Bluetooth connectivity.
9 PHERIPHERALS CD RW / DVD
10 PORTS USB ports, HDMI, VGA, RS232, DISPLAYPORT
11 MOUSE Optical wheel mouse.
12 KEYBOARD Keyboard, English Arabic
13 DISPLAY Monitor 23,8" LCD TFT Monitor.
14 DISPLAY RESOLUTION Maximum resolution 1920 x 1080
15 MONITOR STAND Adjustable height
-------------------------------------------------------

PC workstation
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R9 Flowcells  (Oxford Nanopore)

R9 Flowcells  (Oxford Nanopore)
------------------------------
Flow Cells for MinION and MinION Mk1C, Oxford Nanopore Technologies
Supplier: Oxford Nanopore Technologies
Nanopore sequencing flow cells for use with MinION or MinION Mk1C devices.

Each flow cell contains up to 512 nanopore channels for sequencing DNA or RNA in real time

Nanopore flow cells contain the proprietary sensor array,
Application-Specific Integrated Circuit (ASIC), and nanopores for DNA/RNA sequencing on MinION and MinION
Mk1C devices.
R9.4.1 Flow Cells are compatible with all current nanopore sequencing kits.
--------------------------

MinION and MinION Mk1C flow cell (R9.4.1)
1 KIT
OXNTFLO-MIN106D

R9 Flowcells  (Oxford Nanopore)
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Primers: SARS-CoV-2 (ref. Diatheva)

Primers: SARS-CoV-2 (ref. Diatheva) 5 kit for 100 reactions 10006713 1 IDT
.....................
SARS-CoV-2 Assay
(Cat.No. RV10248X)
Multiplex real-time one-step RT-PCR system for detection of SARS-CoV-2 from
nasopharyngeal aspirate, nasopharyngeal swab, bronchoalveolar lavage,
oropharyngeal (throat) swab, and sputum.
For use with
1. Microlab NIMBUS IVD and Microlab STARlet IVD
2. Seegene NIMBUS and Seegene STARlet
For use with
1. CFX96™ Real-time PCR System (CFX Manager™ Software-IVD v1.6)
2. CFX96™ Dx System (CFX Manager™ Dx Software v3.1)
3. Applied Biosystems™ 7500 (SDS software v2.0.5)
-------------------------------------------------------
Allplex SARS-CoV-2 Assay
Catalog Code: RV10248X
Product Unit: 100 reactions
--------------------------------------------------------

Primers: SARS-CoV-2 assay (ref. Diatheva)  (kit for 100 reactions)
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Primers: SARS-CoV-2 (ref. Diatheva)

Primers: SARS-CoV-2 (ref. Diatheva) 5 kit for 100 reactions 10006713 1 IDT
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1. CFX96™ Real-time PCR System (CFX Manager™ Software-IVD v1.6)
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SuperScript™ IV First-Strand Synthesis System

SuperScript™ IV First-Strand Synthesis System 4 YOURSIAL SIAL-yUltraRT
-------------

SuperScript™ IV First-Strand Synthesis System
Catalog number: 18091050

....

The SuperScript® IV First-Strand Synthesis System for RT-PCR is optimized for synthesis of first-strand cDNA from
purified poly(A)+ or total RNA. The kit includes SuperScript® IV Reverse Transcriptase (RT), a proprietary MMLV
mutant that produces robust and reliable cDNA synthesis in RT reactions. The SuperScript® IV synthesis system is
significantly improved over the SuperScript® III-based system in inhibitor resistance, processivity, and reaction
speed, while retaining all the benefits of the previous system, including increased thermostability, highly efficient
full-length cDNA synthesis, and reduced RNase activity. The SuperScript® IV system is designed to provide
reliable, consistent, and fast cDNA synthesis in the presence of inhibitors found in a wide variety of samples that
cause other currently available RTs to perform inefficiently.

The SuperScript® IV First-Strand Synthesis System contains all components needed for RT reactions, plus an
additional control gene and primers, and provides the flexibility to customize the RT set-up to fit the needs of your
application. The SuperScript® IV synthesis system is the top choice for performance and flexibility for RT-PCR
applications. We recommend it for all RT-PCR applications, especially when reproducibility and reliability is the
primary concern and when inhibitors in the RNA sample may interfere with cDNA synthesis, leading to biases in
gene expression studies.

Features of the SuperScript® IV First-Strand Synthesis System include:
• Significantly improved resistance to a variety of inhibitors that can interfere with cDNA synthesis
• Robust and specific cDNA synthesis in a wide range of sample types
• A faster reverse transcriptase reaction that reduces incubation time from >50 min to 10 min
• Significantly better processivity compared to SuperScript® III RT

Enzyme source
Purified from E. coli expressing the pol gene of M-MLV, modified to increase thermostability and half-life,
processivity, inhibitor resistance and to reduce RNase H activity.

Performance and quality testing
Endodeoxyribonuclease, exodeoxyribonuclease, and ribonuclease assays; and yield and length of cDNA product.

Unit definition
One unit of SuperScript® IV RT is the amount of enzyme required to incorporate 1 nmole of deoxyribonucleotide
into acid-precipitable material in 10 min at 37°C using poly(A) oligo(dT)12-18 as a template/primer.

Unit reaction conditions
50 mM Tris-HCl (pH 8.3), 4 mM MgCl2, 10 mM DTT, 50 mM KCl, 0.5 mM dTTP, 0.4 MBq/mL [3H]-dTTP, 0.4 mM
poly(A) oligo (dT)12-18 and enzyme in 20 μL for 10 min at 37°C.

SuperScript™ IV First-Strand Synthesis System

EL.191272 code
Origin

3/01
/202

Italy
Europe Italy

SIALManuf
SIAL-yUltraRT

24 Q.ty 4C

24

29

Procurement medical, logistics
Assistance in emergency for

Ngo’s and co-operation institutions,
UN agencies and local and

International relief organisations.

Timely   response    in   need

SITEM-PRO S.r.l.
Legal & Office: via san Giuliano, 43 a
33170 - Pordenone (PN) – Italy
office tel (+39) (0)434/ 456652
www.sitem-pro.com info@sitem-pro.com
cell phone: (+39) 335 5870478
(+39) 320 4642876.

technical data English
ID

Item

SuperScript™ IV First-Strand Synthesis System

SuperScript™ IV First-Strand Synthesis System 4 YOURSIAL SIAL-yUltraRT
-------------

SuperScript™ IV First-Strand Synthesis System
Catalog number: 18091050

....

The SuperScript® IV First-Strand Synthesis System for RT-PCR is optimized for synthesis of first-strand cDNA from
purified poly(A)+ or total RNA. The kit includes SuperScript® IV Reverse Transcriptase (RT), a proprietary MMLV
mutant that produces robust and reliable cDNA synthesis in RT reactions. The SuperScript® IV synthesis system is
significantly improved over the SuperScript® III-based system in inhibitor resistance, processivity, and reaction
speed, while retaining all the benefits of the previous system, including increased thermostability, highly efficient
full-length cDNA synthesis, and reduced RNase activity. The SuperScript® IV system is designed to provide
reliable, consistent, and fast cDNA synthesis in the presence of inhibitors found in a wide variety of samples that
cause other currently available RTs to perform inefficiently.

The SuperScript® IV First-Strand Synthesis System contains all components needed for RT reactions, plus an
additional control gene and primers, and provides the flexibility to customize the RT set-up to fit the needs of your
application. The SuperScript® IV synthesis system is the top choice for performance and flexibility for RT-PCR
applications. We recommend it for all RT-PCR applications, especially when reproducibility and reliability is the
primary concern and when inhibitors in the RNA sample may interfere with cDNA synthesis, leading to biases in
gene expression studies.

Features of the SuperScript® IV First-Strand Synthesis System include:
• Significantly improved resistance to a variety of inhibitors that can interfere with cDNA synthesis
• Robust and specific cDNA synthesis in a wide range of sample types
• A faster reverse transcriptase reaction that reduces incubation time from >50 min to 10 min
• Significantly better processivity compared to SuperScript® III RT

Enzyme source
Purified from E. coli expressing the pol gene of M-MLV, modified to increase thermostability and half-life,
processivity, inhibitor resistance and to reduce RNase H activity.

Performance and quality testing
Endodeoxyribonuclease, exodeoxyribonuclease, and ribonuclease assays; and yield and length of cDNA product.

Unit definition
One unit of SuperScript® IV RT is the amount of enzyme required to incorporate 1 nmole of deoxyribonucleotide
into acid-precipitable material in 10 min at 37°C using poly(A) oligo(dT)12-18 as a template/primer.

Unit reaction conditions
50 mM Tris-HCl (pH 8.3), 4 mM MgCl2, 10 mM DTT, 50 mM KCl, 0.5 mM dTTP, 0.4 MBq/mL [3H]-dTTP, 0.4 mM
poly(A) oligo (dT)12-18 and enzyme in 20 μL for 10 min at 37°C.

SuperScript™ IV First-Strand Synthesis System

EL.191272 code
Origin

3/01
/202

Italy
Europe Italy
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SIAL-yUltraRT
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SETTING-UP OF A BIOINFORMATICS UNIT 

IV. ICGEB CONTRIBIUTION IN GENOMIC 
SURVEILLANCE IN CAMEROON (5/5)

Dr NKA, Head Unit trained on Bioinformatics at CERI – Prof TulioVisit Minister of Health & Diplomates

üBioinformatics unit: Office workspace provided to the team;
üStaff: Head of unit & staff designated in the Virology Laboratory;
üBasic equipment: High throughput computers already in place;
üStaff training: further opportunities identified (ICGEB, CERI, Africa CDC);
ü pending needs: a server/cluster for sequence data storage & sharing;
üVision: become a bioinfo Ref. centre for surveillance in Central Africa. 



National workshop to scale-up RT-LAMP in district laboratories
of Cameroon for the surveillance of emerging pathogens Phase 2+

V. PANDEMIC PREPAREDNESS WITH ICGEB (1/3)

Collaboration with the National Public Health Lab & the Public Health Emergencies Centre 

RT-LAMP laboratory training

T 0 T 30

RT-LAMP Result interpretation



Rollout of RT-LAMP in 10 Laboratories of Cameroon for 
community-based surveillance of emerging pathogens Phase 2+

V. PANDEMIC PREPAREDNESS WITH ICGEB (2/3)

Established RT-LAMP Lab network:

1. CIRCB: Lead reference lab.

2. NPHL: Yaoundé urban;

3. Ekoumdoum district hosp: Yaoundé rural;

4. Dang district hosp: Northern region;

5. Olamze district hosp: Southern boarder;

6. EUC laboratory: urban western region;

7. DREAM laboratory: rural western region;

8. FHS laboratory: urban southwest region;

9. Limbe Hosp: southwest boarder region;

10. Abong-Mbang district hosp: East region.

Note:
Health facilities trained on RT-LAMP



Rollout of RT-LAMP in 10 African countries and in community 
laboratories for front-line surveillance of emerging pathogens

Ø The Project started officially on 20 August 
2021 in five (05) African countries with 
nasopharyngeal swabs;

Ø Project expanded to 10 African countries 
with saliva testing and extraction-free;

Ø Project extended at the level of district 
laboratories for community-based 
surveillance of pathogens;

Ø Project network established for both 
epidemiological and genomic surveillance 
of other emerging pathogens (arboviral 
diseases) in sub-Saharan Africa. 

Phase 2+

Angola

Burkina Faso
Senegal

Ivory Coast Nigeria
Cameroon

Zimbabwe

Kenya

Ethiopia

Sudan

V. PANDEMIC PREPAREDNESS WITH ICGEB (3/3)



ICGEB Capacity-building in Cameroon: 

ØRT-LAMP technology: user-friendly across laboratories;

ØRT-LAMP implementation: successful both with nasopharyngeal swabs 
and with saliva samples in across laboratories;

ØGenomic surveillance: effective with sequencing of variants;

ØExtension of RT-LAMP technology to district laboratories: an added-
value for disease surveillance within the local communities;

ØEstablished network: an effective system contributing for optimal 
pandemic preparedness and surveillance in sub-Saharan Africa. 

VI. TAKE HOME MESSAGE



THANK YOU

 

 

COVID-19 team (at start)

COVID-19 team (with ICGEB)

CIRCB


